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Background Results

e Clinicopathologic features are considered the gold standard for predicting prostate cancer (PCa) ® In total, 3204 patients were included in this analysis, with 1468 (45.8%) recommended to ® In patients who were recommended to and pursued AS, the estimated 5-year risk of metastasis
disease severity and guiding decisions on the use of active surveillance (AS) or definitive pursue AS, and 1736 (54.2%) recommended to DT (Table 1). was 0.37% (95% Cl, 0.09%—1.47%) (Figure 2).
treatment (DT). — Among the 973 (30.4%) patients who initially selected AS (AS analysis set), 613 (63.0%)

Figure 2. Cumulative risk of metastasis within 5 years for NCCN intermediate-risk
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Figure 1. Study methods Personalized PCa prognostic test: Gleason 3+4, n (%) 2216 (69.2) 711 (73.1) Recommended S £ 1 -
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— Patients with higher CCR scores were at higher risk of metastasis vs those with lower CCR scores.

*Most common DTs were radical prostatectomy or radiotherapy + androgen deprivation therapy. AS, active surveillance; CAPRA, Cancer of the Prostate Risk Assessment; CCP,
cell-cycle progression; CCR, Combined Clinical Risk score; int, intermediate risk; IQR, interquartile range; MM, medical management; yrs, years.

Conclusions - Table 2. Secondary analysis: Predictive value of personalized PCa prognostic testing for
g - time to metastasis, after adjustment for initial treatment decision and CAPRA score

e Cox proportional hazards models were used to evaluate CCR as a predictor of metastasis.

® For patients with NCCN intermediate-risk PCa who were identified by genomic ® Personalized PCa prognostic testing added valuable information to CAPRA. Variable SRy Variable &2 | pvalue

testing as candidates for AS, AS was associated with a very low S-year risk of ® CCR score was 3 Strong predictor of metastasis beyond Clinicopathologic AS. t.hreshold status . 4.20(1.41-18.04) 4.85 0.03 Co.n.tinuous CCR scorfe 7.11(4.13-12.49) 16.12 6.0x107
metastasis (0.37%), suggesting AS may be a safe approach for these patients. factors. L’;ﬂ:‘;reatme“t choice (1)2‘1‘ Egzgj:z; 02'?1175 gig nitisltieatmengehoics (1)% Egii:zgi; 02'.00863 81;
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